1998 6 32 2 169

Analysis of the APACHEII Score of the Patients
Following Heart Valve Replacement

Qiu Hanfan, Liao Chongxian, Chen Daozhong
(Department of Cardiovascular Surgery ,Union Hospital ,Fujian Medical University ,Fuzhou , 350001)

Objective A trial was conducted in 145 patients following heart valve replacement, the
acute physiology and chronic health evaluationll (APACHHI ) score was used to quantify
the severity of illness and to judge the outcome. Methods 1In this trial, the APACHEI
score of 145 cases was calculated, then the complication rate and the mortality were computed
on the basis of this score. Results The mean( error) APACHHI score of these patients
was 13. 86t 6. 00.  The score in three groups was significantly different, the patients in the
death group had higher score than those in the complication group(P < 0. 05) and the score in
the control group was lower than in the complication group(P < 0. 01).  The complication
rate and the mortality rose gradually when the APACHHI score increased from 5 to 34.
Conclusion The patients following heart valve replacement would be well served by
APACHHI for quality assurance or outcome.

Key words  heart valve replacement; outcome acute physiology and chronic health e-

valuationIl score system

(1997 16- 07)
S
2 ¥4 AR FEA RERN huot’ HEH
. . . N « . . . )y 20 AcPl 6-PGD
ADA AKL PGM 1 , (D)
D . 0. 8¥%. D
, 0.0157 0.0117 ( ) D , 0. 0008,
D 0.0014 0.0099 . ( ) \ ,
16 4 (20 )
(AcP1). 6- (6-PGD).
(04032) (ADA) ( AK1).
L ( 350004) 2. 1(PGM1) 5



170 Journal of Fujian Medical University Vol- 32 No 2  Jun, 1998

(D), , AcPl 6-PGD ADA AKl1 PGM 1
("
! AcPl 6-PGDh ADA AKl1
[1]
PGM 1
1.1 19
v . . . NN 1.2
( . . . ) 20
1 20 AcPl 6-PGDdD ADA AKI1 PGM 1
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1. 126  0.1825 0.8174 0.9683 0.0278 0.9881 0.0119 1.0000 0. 0000 0.5357 0.1627 0. 1587 0. 1429
2. 201 0.2164 0.7835 0.9279 0.0721 0.9550 0.0450 1. 0000 0. 0000 0.5550 0.1900 0.1650 0.0906
3. 218 0.2018 0.7958 0.9381 0.0619 0.9390 0.0610 0.9977 0.0023 0.5120 0.1746 0.1818 0. 1316
4. 180 0.1863 0.8137 0.9387 0.0613 0.9265 0.0735 0.9975 0.0025 0.4899 0.1884 0.2236 0. 0980
5. 200 0.2250 0.7750 0.9150 0.0850 0.9700 0.0300 1.0000 0.0000 0.5609 0.1041 0.2157 0.0914
6. 202 0.2376 0.7624 0.9356 0.0644 0.9680 0.0320 1. 0000 0. 0000 0.5275 0.1875 0.1325 0.0925
7. 209 0.1962 0.8038 0.9014 0.0986 0.9378 0.0622 1. 0000 0. 0000 0.5287 0.0861 0.2606 0.0981
8. 199 0.1925 0.8075 0.7764 0.2236 0.9453 0.0547 0.9975 0.0025 0.5754 0. 1231 0.2387 0.0553
9. 203 0.1965 0.8035 0.8818 0. 1182 0.9515 0. 0485 0.9974 0.0026 0.6658 0.1097 0.1607 0.0561
10. 201 0.2275 0.7725 0.9851 0.0149 0.9810 0.0190 1. 0000 0.0000 0.4275 0.1808 0.2250 0.1675
11 215 0.3512 0.6488 0.9233 0.0767 0.9864 0.0136 1. 0000 0. 0000 0.5890 0.1324 0.2283 0.0502
12. 212 0.3104 0.6896 0.9410 0.0590 0.9416 0.0584 1.0000 0.0000 0.6263 0.1340 0. 1364 0.0933
13. 200 0.2275 0.7725 0.8679 0. 1281 0.9529 0.0471 0.9843 0.0157 0.6807 0.0817 0.1856 0.0520
14. 211 0.1846 0.8154 0.8863 0. 1137 0.9468 0.0532 1. 0000 0. 0000 0.6905 0.0762 0.1881 0.0452
15. 180 0.2837 0.7163 0.9361 0.0639 0.9573 0.0427 1.0000 0. 0000 0.5693 0. 1386 0.1683 0.1238
16. 214  0.4186 0.5814 0.9057 0.0943 0.9346 0.0654 0.9650 0.0350 0.5257 0.1869 0.1822 0.1051
17. 1 205 0.2181 0.7794 0.9461 0.0539 0.9760 0.0240 0.9976 0.0024 0.5676 0.1427 0.1720 0. 1106
18. 2 200 0.1995 0.8005 0.9212 0.0788 0.9508 0.0492 1. 0000 0. 0000 0.6263 0.1388 0.1461 0.0842
19. 3 194  0.2062 0.7938 0.9330 0.0644 0.9613 0.0387 1.0000 0.0000 0.6211 0.0851 0. 1830 0.1108
20. 4 198 0.1980 0.7986 0.9188 0.0812 0.9657 0.0343 1.0000 0.0000 0.6089 0.1213 0. 1436 0.1213
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The Origin of She Ethnic Group

Zhuo Xiaofu', Guo Yongjian', Yin Xuenian’, et al
( 1.Faculty of Laboratory Medicine ,Fujian Medical University ,Fuzhou, 350004
2.Department of Immunology .Jilin Medical College , 132001)

Objective  To study the origin of She ethnic group according to gene frequency.
Methods  Using gene frequencies in locus of AcPl, 6-PGD, ADA, AK1, and PGM 1 in She
ethnic group studied by us and other 19 Chinese populations previously reported by institute
of genetics, chinese academy of sciences, we calculated the coefficient of gene differentiation
and the standard genetic distances of 20 Chinese populations and constructed the phylogenic
tree of these populations. Results  The coefficient of gene differentiation was 0. 81% in 20
Chinese populations. There was the minimum standard genetic distance that was 0. 0008
between She ethnic group and Han group in Zhangzhou city or Hui ethnic group, the maxi-
mum 0. 0157 between She and Weiwuer ethnic group,the second large 0. 0117 between She
and Zang ethnic group.  The standard genetic distances were from 0. 0014 to 0. 0099 be-
tween she ethnic group and other Chinese populations.  She ethnic group was cluster to—
gether with Mao or Han populationin Zhangzhou city firstly, with Yao ethnic group secondly
and Weiwuer ethnic group. Conclusion  The most of genetic variations exist within the
polymorphism of populations studied, but not between them. The She ethnic group may be
originated from the ancient southern Man.

Key words  She ethnic group; gene frequency; standard genetic distance; cluster analy—
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